1 A. MOUSE AIOLOS cDNA SEQUENCE 

CACGAGCGCACACCGCTCGGCTCTCCTTGCGACACGCCCTCATCCCCGGTGTT 

TCTCAAGTAGACGTCCCGAGACGGTCGCTGAGGCACTGTTTCCACGCGATCA 

GGGTTCCTCAGGCTTGACATTCAAAAGTGGGTGCGGAACCCGCGGCACTCGG 

AGCGTGCTTTAAAGCGGCCGCCAGCCAGCGCCGCTCTAACCTCGCGCCCCGG 

CTGCCGGCGGCTCCCGCCCTGCATCTGCGCCGACGCGACCGAGCGATCCCGG 

GGCCTCCCTGCGCCCGGAATCTCCCGCCAGCCGCGCGGGTCCCCACGGCAGC 

AGCACGTGGAGCGGCCGCGGAGCCTGAGCGACAGCTGCAGCCCGCGCGGCC 

CGCGGCGACATGGAAGATATACAACCGACTGTGGAGCTGAAAAGCACGGAG 

GAGCAGCCTCTGCCCACAGAGAGCCCAGACGCTCTGAATGACTACAGCTTGC 

CCAAACCTCATGAGATAGAAAACGTGGACAGTAGAGAAGCCCCAGCCAATG 

AAGACGAAGATGCAGGAGAAGATTCGATGAAAGTGAAAGATGAATACAGCG 

ACAGAGATGAGAACATTATGAAGCCGGAGCCCATGGGAGATGCAGAAGAGA 

GTGAAATGCCTTACAGCTATGCAAGAGAATACAGCGACTATGAAAGCATTAA 

GCTGGAGAGACACGTGCCCTATGACAACAGCAGACCAACCAGTGGGAAGAT 

GAACTGCGACGTGTGCGGGTTATCCTGCATTAGCTTCAACGTCTTGATGGTTC 

AT AAGCG AAGCCATACCGGCGAACGCCCGTTCCAGTGTAATCAGTGCGGGGC 

ATCTTTT ACTCA GAAAGGTAACCTCCTCCGTCATATTAAACTGCACACGGGGG 

AAAAACCTTTTAAGTGTCACCTCTGCAACTACGCATGCCAAAGGAGAGATGC 

GCTCACGGGACACCTTAGGACACATTCTGTGGAlG-AAGCCGTACAAGTGTGAG 

TTCTGCGGAAGAAGCTACAAGCAGAGAAGCTCCCTGGAGGAGCACAAGGAA 

CGCTGCCGAGCTTTTCTTCAGAACCCTGACCTGGGGGACGCTGCAAGTGTGG 

AGGCAAGACACATCAAAGCCGAGATGGGAAGTGAGAGAGCTCTCGTCCTGG 

ACAGATTAGCAAGCAATGTGGCTAAGCGAAAAAGCTCGATGCCTCAGAAATT 

CATCGGTGAGAAGCGGCACTGCTTCGATGCCAACTACAATCCCGGCTACATG 

TACGAGAAGGAGAACGAGATGATGCAGACCCGGATGATGGACCAAGCCATC 

AATAACGCCATCAGCTATCTAGGGGCTGAAGCCTTCCGCCCCTTAGTCCAGA 

CTCCGCCTGCTCCCACCTCTGAGATGGTCCCAGTCATCAGCAGTGTGTAGCCC 

ATAGCACTTACTCGGGCCGATATGCCAATGGGGGCCCCGCAgGAGATGGAAA 

AGAAACGGATCCTCCTGCCAGAGAAGATCTTGCCTTCTGAACGAGGTCTGTC 

CCCCAATAACAGTGCCCAGGACTCCACAGACACCGACAGCAACCACGAGGAT 

CGCCAACATCTCTACCAGCAAAGCCACGTGGTCCTCCCCCAGGCCCGCAATG 

GGATGCCTCTTCTGAAGGAGGTCCCTCGCTCTTTTGAACTCCTCAAGCCCCCT 

CCCATCTGCCTGAGGGACTCCATCAAAGTGATCAACAAAGAAGGGGAGGTGA 

TGGATGTGTTTCGATGTGACCACTGCCACGTCCTCTTCCTAGATTATGTGATG 

TTCACCATCCACATGGGGTGCCATGGTTTCCGTGATCCCTTTGAGTGTAACAT 

GTGTGGCTATCGAAGCCACGATCGCTATGAGTTCTCCTCTCACATCGCCAGAG 

GAGA GCACAG AGCCATGTTGAAGTGAGCATCTGTCCTCAATGCGAGGGTCAA 

CATTGi 1 1 1 1 lAAAGCTGATGGTAGCCTTATCCAGTAGACTGAACTCAAACCC 

ACCTCGAG 
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IB. MOUSE AIOLOS PEPTIDE SEQUENCE 

MEDIQPTVELKSTEEQPLPTESPDALNDYSLPKPHEIENVDSREAPANEDEDAGED 

SMKVKDEYSDRDENIMKPEPMGDAEESEMPYSYAREYSDYESIKLERHVPYDNS 

RPTSGKMNCDVCGLSCISFNVLMVHKRSHTGERPFQCNQCGASFTQKGNLLRHI 

KLHTGEKPFKCHLCNYACQRRDALTGHLRTHSVEKPYKCEFCGRSYKQRSSLEE 

HKERCRAFLQNPDLGDAASVEARHIKAEMGSERALVLDRLASNVAKRKSSMPQ 

KFIGEKRHCFDANYNPGYMYEKENEMMQTRMMDQAINNAISYLGAEAFRPLVQ 

TPPAPTSEMVPVISSVYPIALTRADMPMGAPQEMEKKRILLPEKILPSERGLSPNN 

SAQDSTDTDSNHEDRQHLYQQSHWLPQARNGMPLLKEVPRSFELLKPPPICLRD 

SIKVINKEGEVMDVFRCDHCHVLFLDYVMFTIHMGCHGFRDPFECNMCGYRSH 

DRYEFSSHIARGEHRAMLK 



FIGURE l(CON'T) 



cAio 
mAio 



CAio PPLLLVPGEK RHCFDANYNP GYMYEKENEM MQTRMMDQAI NNAISYLGAE 
I " A , i ° OEK RHCFDANYNP GYMYEKENEM MQTRMMDQAI NNAISYLGAE 

GD KCLSDMPYDS . ANYEKE . DM MTSHVMDQAI NNAINYLGAE 
Clka DRLDLPYDA TTNYEKENEI MQTHVIDQAI NNAISYLGAE 

si ^ yf\sx 

CAio AVRPLVQTPP APTSEMVPVI SSVYPIALTR AD. . . MPNGA Pq'eMEKKR^L 

mAxo AC . . LVQTPP APTSEMVPVI SSVYPIALTR AD. . .MPMGA POEMEKKRTT 

Chul SLRPLVQTPP G.SSEWPVI SSMYQLHKPP SDGPPRSnS 2ES5S 

Clka SLRPLVQTPP V.GSEWPVI SPMYQLHKPH GDNQTRSNHT AWSAVeS 

101 

L..PEKILPS ERGLS PNNSA QDSTDTDSNH ED.RQHLYQQ SHWLPQARN 
L..PEKILPS ERGLSPNNSA QDSTDTDSNH ED.RQHLYQQ SHWLPQARN 
mlka LLSKAKSVSS EREASPSNSC QDSTDTESNA EEQRSGLIYL TNHINPhS 
Clka LLSKAKSVSS ERDASPSNSC QDSTDTESNN EE . RSGLIYL TOHIGH^ 

151 <f-h-> Y\-L 

CAio GMPLLKEVPR SFELLKPPPI CLRDSIKVIN KEGEVMDVFR CDHCHVLFLD 

mAxo GMPLLKEVPR SFELLKPPPI CLRDSIKVIN KEGEVMDVFR CDHCHvZflS 

mlka GLA.LKEEQR AYEVLRAASE NSQDAFRWS TSGEQLKVYK CEHCRVLFLD 

Clka GIS.VKEESR QFDVLRAGTD NSQDAFKVIS SNGEQVRVYK CEHCRVLFLD 

201 ^ 
CAio YVMFTIHM . GCHGFRDPF ECNMCGYRSH DRYEFSSHIA RGEHRAMLkI 9 
mAxo YVMFTIHM. GCHGFRDPF ECNMCGYRSH DRYEFSSHIA RGEHRAMLK 
mlka HVMYTIHM GCHGFRDPF ECNMCGYHSQ DRYEFSSHIT RGEHRYHLS 
Clka HVMYTIHM . GCHGFRDPF ECNMCGYHSQ DRYEFSSHIT RGEHRFHMS 



YAS 5 *= interaction domain 
YAS 3 = interaction domain 
YIZ = Ikaros dimerization domain 
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aio 50 



Ikl MDVDEGQDMS QVSGKESPPV SDTPDEGDEP MPVPEDLSTT SGAQQNSKSD 
51 

aio 100 

Ikl RGMASNVKVE TQSDEENGRA CEMNGEECAE OLHMLDASGE KMNGSHR]^ 



101 



Ikl 



5 k NSARGKMNCD VCGLSCISFN VLMVHKRTHT G^RPFOCNnr' 

kl SSALSGVGGI RLPNGKLKCD ICGIVCIGPN VLMVHKRSHT SSJgg 

151 Eg 

aio GAS FTQKGNL LRHIKLHTGE KPFKCHLCNY ACQRRDALTG HLRTHS^k? 
kl GAS FTQKGNL LRH IKLHSGE KPFKCHLCNY ACRRRDALTG SSSSS 

Ex.6 

201 ^ 

Aio YKCEFCGRSY KQRSSLEEHK ERCRAFLQNP DLGDAASV. . ^ 
Ikl HKCGYCGRSY KQRSSLEEHK ERCHNYLESM GLPGMYPVIK EETNHNEmS 

251 + 

Aio I KAEMGS ERA LVLDRLASNV AKRKSSMPQK FIGEKRHCF0 ANYNtoymye 
Ikl DLCKIGAERS LVLDRLASNV AKRKSSMPQK FLGDK. .CLS SSdsISe 

301 

Aio KENEMMQTRM MDQ 350 

Ikl KE.DMMTSHV MDQ 
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